. Crystal structures of a truncated zebrafish p53 tetramerization domain lacking helix H2. Tetramers observed in three different crystal forms were superimposed and are shown as Cα-traces, with the Leu321 side chains at the center of the tetramer interface shown as stick models. The tetramer in the orthorhombic crystal form I is shown in red, the tetramer in the trigonal crystal form II in green and one of the two tetramers in the monoclinic crystal form III (chains A to D) in blue (see Table 1 ).
